Sample preparation for Two-dimensional gel electrophoresis (2DE) is tedious and not sufficient to provide a comparative profile of secreted proteins for various strains of M. tuberculosis. High lipid content in mycobacteria limits the use of common methods as it can hinder the 2DE run. This study highlights the significance of SDS-TCA procedure over common used methods for the preparation of sample from culture filtrate as well as other proteinaceous fluids.
tuberculosis have been reported to be immunodominant. Therefore, CFPs can be used as early diagnostic markers and therapeutic reagents for tuberculosis (15, 16) , and various in vitro and in vivo experiments have evidenced the potential of secretory proteins (8, 18) . Two-dimensional gel electrophoresis (2DE) is an extremely powerful tool to dissect multiprotein complexes. No other technique can resolve so many protein subunits in a single operation, which is possible by 2DE. In addition, 2DE
can provide an array of extremely pure proteins for amino acid sequence analysis (7) or antibody production (3) . Sample preparation has been emphasized as a crucial step for successful 2DE (17) . Proteins are usually secreted at low concentrations in the culture media, which makes their recovery difficult. In addition, culture media are rich in salts and other compounds interfering with most proteomics techniques. Due to lack of a simple and rapid protocol for sample preparation the studies using culture filtrate proteins of M. tuberculosis are limited. To date, few attempts have been made to identify CFPs from M. tuberculosis applying 2DE (11, 13, 19) .
Currently used protocols like ammonium sulphate precipitation, lyophilisation and concentration of filtrate using membranes are time consuming. Furthermore, high salt concentration after these procedures can pose a problem to the integrity of the isoelectric focusing (IEF) gel (a step of 2DE) (9) . Therefore, salt removal is a necessary step before or after these procedures. Due to these tedious procedures used for preparation of CFPs complete overview of the secretory components of various clinical isolates of M. tuberculosis is difficult to obtain. Protein precipitation with trichloroacetic acid (TCA) is known as the preferred method for sample preparation from cell extracts of mycobacteria (4, 20 C1-C3 and D1-D3 magnified section of gel and arrows showing difference in resolution.
